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Despite wide laboratory and industrial use, the structure of non-ionic surfactant micelles

and the state of molecular probes adsorbed by them are relatively poorly studied by

computational methods in comparison to the ionic surfactants. The state of an acid-base

indicator dye, namely, 2,6-dinitro-4-n-dodecylphenol, solubilized by micelles of Triton

X-100 non-ionic surfactant, was revealed by means of molecular dynamics simulations.

Both neutral and ionized protolytic forms were considered. The average positioning of the

forms with respect to micelle, composition of their local environment and number of

hydrogen bonds with water molecules were obtained and compared with those in ionic

micelles. The dye was found to be located on the surface of hydrocarbon core and be

significantly less hydrated than in ionic micelles due to covering by polyoxyethylene chains.

Both forms are localized similarly, while the anionic form is hydrated stronger than the

neutral one, which resembles the situation in ionic micelles. The convergence of simulation

results in such micelles is found to be slower than in the ionic micelles, especially for the

neutral form.

Keywords: 2,6-dinitro-4-n-dodecylphenol, adsorption, localization, hydration, hydrogen

bond.

DOI: 10.32434/0321-4095-2020-128-1-97-103

Introduction
Micellar solutions of surfactants are widely used

in different fields of science and technology. Besides
their versatile applications, micelles serve as (reduced)
models of biological membranes, biomolecules, etc.
At the same time, acid-base, solvatochromic and
fluorescent indicators are unique tools for gaining
insight into micellar properties. In this connection,
it is of critical importance to know the location of
these molecular probes. In our previous publications,
we used the molecular dynamics (MD) simulations
for solving this problem. The Reichardt’s
solvatochromic indicators [1,2] and some acid-base
indicators [3,4] were studied in micelles of ionic
surfactants and conclusions were made about the
location and microenvironments of the indicator
dyes. The present paper is aimed to extend the
research to non-ionic micelles. 2,6-dinitro-4-n-
dodecylphenol (DDP) was taken as an indicator dye.
This indicator was previously examined both
experimentally and computationally in micelles of
ionic surfactants [4]. It is a weak acid dissociating

by hydroxyl group forming yellow-colored anion.
Further in the text, the acidic and anionic forms
will be denoted by HA and A–, respectively. Triton
X-100 (TX-100 for short, its full chemical name is
4-(1,1,3,3-tetramethylbutyl)phenyl-polyethylene
glycol) was chosen because it is one of the most
widely used non-ionic amphiphiles. The structures
of the compounds are given in Fig. 1.

Fig. 1. Molecular structures of DDP and Triton X-100.

The industrially available surfactant is a mixture of molecules
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Despite wide laboratory and industrial
application, non-ionic surfactant micelles remain less
studied by MD method in comparison to anionic or
cationic ones. The gap becomes particularly large
for studies of compounds solubilized or adsorbed by
such micelles. Considering Triton X family,
micellization process of two representatives was
examined in large-scale MD simulations by
Yordanova et al. [5]. To this end, potential models
were thoroughly built in the framework of CGenFF
force field. A similar study, but at a hybrid coarse-
grained/atomistic resolution, was performed by de
Nicola et al. [6]. Interaction of carbon and boron
nitride nanotubes with TX-100 micelles was studied
by Fatemi and Foroutan [7–9]. Thus, it is timely to
include other compounds, including molecular
probes, to this list, and perform comparison between
the state of a compound in ionic and non-ionic
micelles.

Computations
MD simulations were performed at the standard

conditions (temperature of 298 K and pressure of
1 bar), Berendsen thermostat with time constant of
1 ps and Berendsen barostat with time constant of
1.5 ps were employed for this. Time step was equal
to 1.6 fs, the 3D periodic boundary conditions were
imposed. Electrostatic interactions were computed
by means of the PME method, while van der Waals
interactions were cut off at 1 nm. All covalent bonds
were constrained. GROMACS 5 software package
was used.

The potential model for DDP was taken from
our previous works [4]. It was derived in the basis of
the common well-validated OPLS-AA force field.
For TX-100, it was straightforward to build the model
because for all parameters, the standard values present
in the force field were suitable. We used value n=10

(Fig. 1) for simulations.
The initial configuration was prepared in several

steps. First, an empty micelle was made by
equilibration of a preassembled bilayer of 110
molecules put in cubic water cell with edge length
of 9.7 nm. The number of monomers corresponds
to the experimental aggregation number [10]. After
50 ns of simulation at the stated conditions, a rod-
like micelle was formed (Fig. 2). Then, a cavity was
created near the surface of micelle following the
protocol, described in detail elsewhere [1–4]. In the
cavity, a dye molecule was placed, and the cavity
was collapsed providing a configuration where dye
is solubilized in micelle. For each dye and each
protolytic form, three configurations were prepared
in such a way.

For each system, simulations were performed
starting from these 3 configurations, and
corresponding 3 sets of computed characteristics were
averaged. Simulation length was 50 ns for the anionic
form and 130 ns for the neutral one. The analysis
was performed based on the last 40 ns of runs, while
the time before were discarded as equilibration.

Results and discussion
First, we focused on the properties of the

micelle itself. The final equilibrated shape is a curved
rod with highly irregular surface, with diameter of
~5 nm and length in unbend state of ~12 nm, as was
determined by visual inspection in VMD program
(including van der Waals radii of atoms). The micelle
consists of hydrocarbon core composed by atoms
belonging to benzene ring and aliphatic radical
attached to it and hydrophilic shell formed by
polyoxyethylene chains. The core has diameter of
~3 nm and length of ~10 nm, while the chains extend
as far as 1 nm out of it. To obtain quantitative
understanding of the density of the hydrophilic shell,

Fig. 2. Equilibrated Triton X-100 micelle. Hydrocarbon core is colored gray, hydrophilic shell is colored orange. On the left

image, polyoxyethylene chains are depicted as simplified; on the right image, water molecules within 0.6 nm of hydrocarbon core

are shown as well
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we computed the fraction of O atoms of the chains
(out of 11110=1210 in total) within a range of
distances from the surface of hydrocarbon core. The
graph is presented in Fig. 3,a (an interval of 40–
50 ns of trajectory was used for computation). The
distance from an O atom to the core surface was
calculated as the center-to-center distance from it
to the closest atom belonging to the core. Estimated
in such a way, shell thickness equals 0.8 nm (that is
consistent with the results of visual examination),
while the half of O atoms are collected within
0.4 nm from the surface (i.e. lay immediately on it
without water molecules located in between).

Now we turn to describing DDP–micelle
complex. In comparison with moderately ellipsoidal
micelles of ionic surfactants, characterization of
localization of dye molecules with respect to highly
non-spherical rod-like micelles is much more difficult
task. Usually used distribution functions of distance
or angle between micelle center of mass (COM) and
some atoms of the dye molecule are not insightful
here. Instead, we computed distribution functions
of distance between the surface of hydrocarbon core
and chosen the following dye atoms: hydroxyl O
atom (denoted by OH) and the first C atom of dodecyl
radical (denoted by C


) (Fig. 3,b). Again, the distance

to its surface was approximated by the distance to
its closest atom. This approximation does not allow
distinguishing between location immediately on the
surface of the core and inside it: in both cases, the
distance will correspond to the closest contact
distance between the atoms that is determined by
the sum of their van der Waals radii. For H and C
or O atoms, it equals to ~0.28 nm [11]. However,
larger distances are unambiguous.

As is seen from computed distributions, most
of the time, the distance between dye atoms and
hydrocarbon core is <0.37 nm with the peak at
0.32 nm (C


) or 0.28 nm (OH), which indicates the

phenyl ring stays inside the core or immediately on
its surface. For OH atom, the values longer than
0.45 nm seldom occur indicating the hydroxyl group
is able to advance towards water for short time, but
not far (<0.6 nm); this tendency is two times stronger
for the anionic form. Thus, there is no evidence for
the phenyl moiety as a whole to be located inside
the hydrophilic polyoxyethylene shell or on the
interface between the shell and bulk water.

For clarity, several configurations generated by
MD are shown in Fig. 4 allowing visual perception
of the dye locus.

The composition of microenvironment of the
dye molecule was inspected via the following
approach. The atoms, surrounding the molecule, were
classified in three categories: atoms of water
molecules, atoms of hydrocarbon core and atoms of
hydrophilic shell; and the average populations of
each category were computed. The results are shown
in Fig. 5. Fraction of water in ME computed in
such a way represents an average measure of the
hydration of the molecule.

Finally, a meaningful and important
characteristic of the medium is the number of
hydrogen bonds formed by the species of interest
with accessible water molecules (nHB). The following
geometric criteria were employed for identification
of the presence of a hydrogen bond: (i) distance
between donor and acceptor no longer than 0.35
nm; (ii) angle (donor, H atom, acceptor) not less
than 1500. These criteria are standard for GROMACS

Fig. 3. a – fraction of O atoms of polyoxyethylene chains within some distance from the hydrocarbon core; b – distribution

functions of distances between the surface of TX-100 micelle hydrocarbon core and hydroxyl OH, C atoms of DDP. Red curves

are for OH atom, black curves are for C atom, solid curves are for neutral form, and dashed curves are for anionic form
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Fig. 5. Compositions of microenvironment of DDP molecule (left) and its hydroxyl O atom (right) in TX-100 micelles. The first

section (gray) shows the number of hydrocarbon core atoms, the second one (light blue) shows the number of water atoms, and

the one (orange) shows the number of hydrophilic shell or headgroups atoms

Fig. 4. Instantaneous configurations of DDP in TX-100 micelle: a – highly hydrated neutral form, b – neutral form almost

screened from water, c – anion at intermediate hydration. Hydrocarbon core is colored gray, atoms of hydrophilic shell within

0.6 nm from surface are colored orange and other its atoms are colored yellow. Water molecules within 0.5 nm of the dye are

shown as lines. Local environment of the dye is shown in insets

utility gmx hbond that was used for analysis. The
obtained nHB values are listed in Table. For
completeness, the values for water and surfactants
studied before are computed and listed as well.

In general, the dye appeared much less hydrated

in these non-ionic micelles than in ionic ones. The
cause is the bulky hydrophilic shell in the former,
which expels a plenty of water from the dye vicinity,
as can be seen in Fig. 5. This stays in contrast to the
situation in ionic micelles, where hydrophilic
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headgroups occupy much less space and screen the
molecule from water to lesser extent. This may appear
contradictory to the common opinion that non-ionic
micelles are well-hydrated, but as we emphasized in
the paper devoted to the Reichardt’s dye, the
microenvironment of the adsorbed species may
strongly differ from average composition of the region
it resides in.

Average numbers of hydrogen bonds formed by DDP with
water in various solutions. Uncertainty is no more than

0.1, except A– in CTAB, where it equals ±0.16

Surfactant nHB(HA) nHB(A–) 

pure water 3.3 8.1 

TX-100 1.2 3.5 

SDS 2.5 6.4 

CTAB 1.7 4.4 

 
It can be seen that the microenvironments of

both forms are almost similar despite the difference
in charge. This stays in line with the situation in
micelles of SDS and CTAB. Oppositely, the amount
of water around the hydroxyl group and,
consequently, the number of hydrogen bonds formed
by it are highly different that is also typical of SDS,
but not of CTAB.

It attracts attention that uncertainties for
microenvironment in TX-100 are unusually big
compared to those in ionic micelles. They stem from
discrepancies between the values computed based
on three runs. Actually, the convergence of
simulation results appeared to be unexpectedly slow,
especially for the neutral form. To struggle it, we
had to extend simulations of HA to 130 ns, and
even this duration appeared insufficient to reach
complete coincidence. We think that the cause is
that the local environment of the dye molecule in
TX-100 is more viscous because of the presence of
bulky hydrophilic shell immediately around the
hydrocarbon core that moves much slower than the
ionic headgroups. Also, it allows for higher variations
of dye hydration (from complete covering from water
molecules to giving them free access), while small
headgroups of ionic surfactants does not allow
complete covering. The ionized hydroxyl group has
stronger affinity to water than the neutral, thus,
complete covering is less typical of it in non-ionic
micelles, too. So that, the application of advanced
sampling techniques like replica exchange MD [12]
may be strongly needed for these systems despite
their relative simplicity.

Actually, these observations about localization
and hydration of DDP molecule, as well as

computational difficulties may be relevant for other
acid-base dyes adsorbed by TX-100 micelles, too,
because all of them seem to be caused by the nature
of hydrophilic shell.

Conclusions
Molecular dynamics simulation of acid-base bye

2,6-dinitro-4-n-dodecylphenol in micelles of non-
ionic surfactant Triton X-100 was performed. The
results show that the dye molecule (its phenyl ring)
in both forms (neutral and anionic) is immersed into
hydrocarbon core having hydroxyl group located on
the surface of the core mostly keeping contact with
water molecules. The dye is much less hydrated than
in ionic micelles of sodium dodecyl sulfate or
cetyltrimethylammonium bromide; the number of
hydrogen bonds formed with water molecules is
smaller, as well. Unexpectedly long simulation times
were needed to reach sufficiently converged results
of different runs, which is likely caused by the bulky
nature of hydrophilic shell. These observations may
be relevant for other acid-base dyes adsorbed by these
micelles. The use of advanced techniques like replica
exchange MD may be important for such systems.
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ÄÎÑË²ÄÆÅÍÍß ÌÅÒÎÄÎÌ ÌÎËÅÊÓËßÐÍÎ¯
ÄÈÍÀÌ²ÊÈ ÊÈÑËÎÒÍÎ-ÎÑÍÎÂÍÎÃÎ
²ÍÄÈÊÀÒÎÐÍÎÃÎ ÁÀÐÂÍÈÊÀ Â ÍÅ²ÎÍÎÃÅÍÍÈÕ
Ì²ÖÅËÀÕ ÒÐÈÒÎÍ Õ-100

Â.Ñ. Ôàðàôîíîâ, Î.Â. Ëåá³äü, Í.Ë. Õèìåíêî, Ì.Î. Ì÷åäëîâ-
Ïåòðîñÿí

Íåçâàæàþ÷è íà øèðîêå ëàáîðàòîðíå òà ïðîìèñëîâå âè-
êîðèñòàííÿ, ñòðóêòóðà ì³öåë íå³îíîãåííèõ ïîâåðõíåâî-àêòèâ-
íèõ ðå÷îâèí (ÏÀÐ) òà ñòàí àäñîðáîâàíèõ íèìè ìîëåêóëÿðíèõ
çîíä³â º â³äíîñíî ìàëî äîñë³äæåíèìè ðîçðàõóíêîâèìè ìåòîäà-
ìè, ïîð³âíÿíî ç ³îíîãåííèìè ÏÀÐ. Ñòàí êèñëîòíî-îñíîâíîãî
³íäèêàòîðíîãî áàðâíèêà 2,6-äèí³òðî-4-í-äîäåöèëôåíîëó, ñîëþ-
á³ë³çîâàíîãî ì³öåëàìè íå³îíîãåííî¿ ÏÀÐ Òðèòîí Õ-100 âèçíà-
÷åí³ çà äîïîìîãîþ ìîëåêóëÿðíî-äèíàì³÷íîãî ìîäåëþâàííÿ. Ðîç-
ãëÿíóò³ ³ íåéòðàëüíà, ³ ³îí³çîâàíà ïðîòîë³òè÷í³ ôîðìè. Ñå-
ðåäíº ïîëîæåííÿ ôîðì â³äíîñíî ì³öåëè, ñêëàä ¿õ ëîêàëüíîãî ñå-
ðåäîâèùà òà ê³ëüê³ñòü âîäíåâèõ çâ’ÿçê³â ç ìîëåêóëàìè âîäè
ðîçðàõîâàí³ òà ïîð³âíÿí³ ç òàêèìè â ì³öåëàõ ³îíîãåííèõ ÏÀÐ.
Âèÿâëåíî, ùî áàðâíèê ðîçòàøîâàíèé íà ïîâåðõí³  âóãëåâîäíå-
âîãî ÿäðà òà º çíà÷íî ìåíø ã³äðàòîâàíèì, í³æ ó ³îííèõ ì³öå-
ëàõ, çà ðàõóíîê óêðèòòÿ ïîë³îêñ³åòèëåíîâèìè ëàíöþãàìè.
Îáèäâ³ ôîðìè ëîêàë³çîâàí³ ïîä³áíî, ïðîòå àí³îííà ôîðìà ã³äðà-
òîâàíà ñèëüí³øå çà íåéòðàëüíó, ùî ïîä³áíî äî ñòàíîâèùà â
³îííèõ ì³öåëàõ. Çá³æí³ñòü ðåçóëüòàò³â ìîäåëþâàííÿ âèÿâëåíà
ïîâ³ëüí³øîþ, í³æ â ³îííèõ ì³öåëàõ, îñîáëèâî äëÿ íåéòðàëüíî¿
ôîðìè.

Êëþ÷îâ³ ñëîâà: 2,6-äèí³òðî-4-í-äîäåöèëôåíîë,
àäñîðáö³ÿ, ëîêàë³çàö³ÿ, ã³äðàòàö³ÿ, âîäíåâèé çâ’ÿçîê.
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Despite wide laboratory and industrial use, the structure of
non-ionic surfactant micelles and the state of molecular probes
adsorbed by them are relatively poorly studied by computational
methods in comparison to the ionic surfactants. The state of an acid-
base indicator dye, namely, 2,6-dinitro-4-n-dodecylphenol,
solubilized by micelles of Triton X-100 non-ionic surfactant, was
revealed by means of molecular dynamics simulations. Both neutral
and ionized protolytic forms were considered. The average positioning
of the forms with respect to micelle, composition of their local
environment and number of hydrogen bonds with water molecules
were obtained and compared with those in ionic micelles. The dye
was found to be located on the surface of hydrocarbon core and be
significantly less hydrated than in ionic micelles due to covering by
polyoxyethylene chains. Both forms are localized similarly, while
the anionic form is hydrated stronger than the neutral one, which
resembles the situation in ionic micelles. The convergence of simulation
results in such micelles is found to be slower than in the ionic micelles,
especially for the neutral form.
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